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NOTICES
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Types of Manuals

Five Instruction Manuals are provided with LabSolutions.
You can also display the [Help] menu to confirm the meanings
and setting ranges of parameters.

The following shows how to make full use of the manuals.

M Getting Started Guide

This manual is for first-time users.
Follow the sequence of procedures in this guide to gain
an understanding of basic LabSolutions operations.

M Operators Guide M System Users Guide

This manual gives comprehensive This manual is for system
administrators.

This manual describes system
administration and data

information about overall
data acquisition operations in
LabSolutions, such as system

management.

configuration, data analysis, batch

processing, and report functions.

M Data Acquisition & M Installation &

Processing Theory Guide Maintenance Guide

This manual describes peak This manual describes installation

detection and quantitation of sample and maintenance of the LabSolutions
software.

components (for advanced users).

The meanings of symbols used in this manual are
as follows.

M Help
A Useful advice for convenient
Refer to [Help] to learn more about Qﬁnt instrument operation
e elispieyee silo aluon, ﬂ@ Shows where to refer to in the
Click the on-screen [Help] button Reference Operators Guide

or the [F1] key on the keyboard to
display [Help].



What LabSolutions Can Do

LabSolutions software is very easy to use, while incorporating high-grade functions.
It provides powerful support for automating and improving the efficiency of sequential
data acquisition and analysis operations.

Use LabSolutions to perform the following functions.

» Control of analytical instruments and data acquisition
« Data analysis and viewing of data
» Creation and printing of various customizable reports

System Structure

This Getting Started Guide describes data acquisition operations with the assumption
that the system includes the following instruments.

Gas Chromatograph GC-2030 / GC-2010

e Autosampler AOC-20i

» Split/Splitless Injection unit (SPL)

» Capillary column: Stabilwax 30 m x 0.32 mm I|.D, 0.5 pm-thick film

* Flame ionization detector (FID)



File Types

Data file (.gcd)

This file contains all analysis results and acquisition information from the following files.

Method file (.gcm) Batch file (.gcb) Report format file (.Isr)
Acquisition conditions, This file is used for This file is used to print
analysis conditions, continuous data acquisition data acquisition results.
calibration curve information, of sequential samples.

and etc.



-Checks Before Operation-
ata Acquisition | low

STEP @

Set Up the
Conditions

Set up the data acquisition
conditions to suit the
component to be measured.

Before starting data acquisition, set up the data
acquisition conditions on LabSolutions.

For the data analysis operations described in this
manual, set as follows:

Column oven
temperature

Injection unit
temperature

Carrier gas

Sample injection
method

Split ratio

Detector
temperature

Sample

50 °C (3 min retention)
— 150 °C (2 min retention)
(temperature rise speed 10 °C/min)

250 °C

He, linear velocity 40 cm/sec,
linear velocity mode

Split method

1:25

250 °C

Alcohol mixed samples, 100, 500 and
1000 ppm standard samples, and 2
unknown samples

STEP @

Data

Acquisition .-

Iy

Reference

3 single run P.25

Perform data acquisition on other samples using
the data acquisition conditions that provided the
optimum separation state.

On LabSolutions, the operation of analysis samples
one at a time is called "single run*.

To evaluate the data acquisition conditions, change
the data acquisition conditions, measure standard

samples and unknown samples, and check the
separation state of the target component.

When you have finished setting up the data
acquisition conditions,

start off by acquiring the data.



Setting up the data acquisition conditions and
optimizing the data processing parameters are
important for obtaining better data acquisition results.
This section describes the basic flow of data analysis.

STEP @ STEP @

“. Analvsis - Realtime
y Batch

Process the acquired data, and Perform data acquisition on
apply the analysis conditions. sequential samples together.
Normally, multiple data is analyzed to determine Realtime batch is performed to measure sequential
peak integration conditions so that consistent results samples continuously when the data acquisition
(e.g. repeatability of retention time and peak area, conditions have been fixed by performing a single
detection limits of target components, and linearity) run.

can be acquired.

When the data analysis conditions have been fixed, 5 Realtime Batch P.33

quantitative calculation (i.e. investigation as to how Reference

much of the target component is contained in the

sample) is performed on the unknown sample based Eﬁ:ce 6 Multiple Data Analysis P.42
on the data analysis results of the acquired standard

sample.

To perform quantitation, a calibration curve must be
made from the known concentrations and peak area
values of the standard samples. This calibration
curve is used to calculate the concentration of the
unknown sample.

ﬂ%‘ 4 Data Analysis P.27

Reference



LabSolutions Main Window

[Instruments]
The analytical instruments connected to the PC are displayed as icons.

Double-click ' to start the [Realtime Analysis] program where data

acquisition settings are set and data is acquired.

7 (i LabScutions Main (System Administrator) IE”E
File Viflv Process Window Help
@ ?
;.; instrument Type  [ALL :
QS_J l [Postrun]
it Displays the icons for the [Postrun Analysis] program

(data analysis), and the [Browser] program
(chromatogram display and quantitative calculation of

results).

Izt piri=nis:

[Administration]

Displays the icons of the system administration
programs for setting security policies, user
administration and the log browser.

[Manual]
Displays the icons for the various PDF manuals and
Help menu provided with LabSolutions.

B LabSolutions Main Programs and Main Windows

[Realtime Analysis] [Postrun Analysis] [Browser]
program program program

\ 4 \ 4 \ 4

ealtime Batc|

Data Analysis

ata Acquisitio

window
or realtime batc
processing

window
analyzing da

window
acquiring da




B LabSolutions Windows

The following example describes the
[Realtime Analysis] program window.

Title Bar

This bar displays the names of the current program, window, loaded file, and other information.

Menu Bar

This bar displays the current window and menus that are available based on the operating rights of the current user.

%ﬂ‘file Edit View Method Instrument Acquisition Data Teols Window Help

Toolbar

s M

This bar displays icons of frequently used menu items and icons for operating analytical instruments.

D2H « L [BR O=4HdE ?

BEAale® o

Assistant Bar

This bar displays
icons for frequently
used data acquisition

Data Explore

This sub-window
displays the names
of files in the selected

Window

In the [Realtime Analysis] program, [Data Acquisition],
[Realtime Batch] and other windows are displayed as icons
on the assistant bar.

operations. folder. In the [Postrun Analysis] program, [Data Analysis],

RS A=l [Calibration Curve], [Report Format] and other windows are
fgldess displayed. Switch the windows by clicking the icons on the
sschabSe Hons\Eamplelit. . 7 assistant bar. Instrument Monitor (right side of the window)

B2, Filenarmie Mo check the acquisition conditions and connections.
& | Tutorial_Methed  6/17 .
Irstrumant GE}M
Parometers Laed
(Camge Hane
Earpin D
I?!'a_l_a[:anmql
EC
1GC Aurring Tine: 5557 15.00 min DET1 - 1B
s Wiax hiensty : §25 736
fl_-‘lh.ﬂ: Tme COIE  hen. -..Sn.'.gj
@ 20 Z6 ] 75 00 Ee R0 BB m-'%
Start - Homald Aed| | En Tire 1600min| £, rwbad|
Sinde Run m,njat
Troection Yolomes 10 ul (100l swmpe) |
« i Iz = of Ringes with Presohvent: [] i
— = of Rinses with Sovent(Past); i
Comment: = af Bunces with Samps: Fl
Flrger Speed(Sucton): #rgh  Omdde Olow
\icnuy Comp. Tena: 02w
Plrgar Sk (Inecnz): @rgh  Dimcde Eiiow
Syrings Insertion Speed: @hp Do
paction Mada: el [_T|
Output Window
This window displays an operation history and error messages that occur.
X Message Sub Mezzage ek

)
B Start the baselne check.

DET! ASTM noise 0.03-15.00min{Citera 53.000V), cHit 0.00-15.D0minfcrtenia 5000.000v/) |
Pass ASTM noise - 78360V, it - -3V h |3

 Failed the baselire check.

Fl

|41+ ]\ Message /

[ER . r




B How to Open Windows

Set the Data Acquisition Parameters and Execute a Single Run:

Open the [Data Acquisition] window from the main window.

= 2 Set the Instrument Parameters

Reference P.18
==l I] %
Reference 3 Single Run P.25

V[Realtime Analysis] program

I M Instrument  Acquisiti Wi Help
SLEIRETE Data &R | LR [E=EE Ba|s® o
Adrrir Pv:quisﬂic-r‘l e 7 \\_11 ? »
GCReady s il
Line 1 ltem| Val| Uni [=T]
Sample Hame: Valg | 0
Sanple D 1
Dala Comment NG T0E[C
& INST [ 0.0 kPa
[GC Rurining Tive: 4,787 15,00 min CET1:-31 164 ;3‘;‘3%@5 J—
u\ Max Intensity : 625,735 Prmar| O |kPa
% ‘7 % Colum| 0.0 (C
oo T6 <0 75 o 1l 180 i7s i DET1[08]C
A Main Window = Cilanai) Avress) [ Eqd Tma 16 00mn ][5 Dowloas
Tl #ocn | glce]
Injection Volume: E W ({0.0uL syringe) 5l
= of Rinses with Presolvent: o
= of Rinses with Sovent{Pest): 1
= of Rinses with Sample: 2
i Plunger Speed(Suction): @Hgh @ Mdde ©Llow
i——" e
L]} S — @Hn  OMide Olow
Data Anabsis Syringe Inserton Speed: @Hch O low
Injection Mode: Normal St
(o) Advanced. ., -
" 41 Dato Ao | Deti...
C: 116GB Free NUM
Continuous Data Acquisition of Sequential Samples:
Open the [Realtime Batch] window from the main window.
Reference 5 Realtime Batch P.33

AMain Window

V[Realtime Analysis] program

V[Realtime Batch] window

()

0 11068 Fiee
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Data Analysis and Quantitative Calculations:
Open the [Data Analysis] window from the main window.

-

B
1
1
1
L

Reference

V[Postrun Analysis] program

AMain Window

T Fie Edit Vien Method Layout Tools Window Help

= I PeAT-YI T o= [ | CrTe— A A

4 Data Analysis P.27

V[Data Analysis] window

ol | el
Folder: G0 | [5 Chomstogrem View
e e = A Hax ntensty 21,952,921
= E

E,

Data Regort

4o

1rm ‘ ‘ |L ’L l A T 1335 Ten al
Me: =
59 S =0 7= B Zs min
Nex Intensty - 21,882 921
15000-JF BT = “Tive 9401 [Trten W
10000 ]|
so00] E
g
T4l B <o 7 T ao " mn
=

i

B O Resuls view - Peak Teble B O Method Vew - Pesk Integration Pz £ View @
Peak Table | Compound | Group: | Caliration Gurve | Integration | dentiication | Quentitatve | Compound [+ >
Peak#!| Ret. Time Aca Height &l
I Wi 3 sec m
5754 270 117 o
. ; e . [ s 7000 wvmin
i) 5705 3436 5 | o 0 ulimin
FIDICh1) T od | 233134761 21831
FESE] T.08L 000 mn
Win. Area/Hegrt: 1000 corts o
Caleutedty: @ Aea @ Height |
\Fpt-cm /1% [l v | v

oy 10
" [BIEETI] | Daa sraei |

Multiple Data Analysis and Quantitative Calculations:
Open the [Quant Browser] window from the main window.

> 6 Multiple Data Analysis P.42

Reference

V[Browser] program

AMain Window

V¥ [Quant Browser] window

(|

Dan
T ez

Franame s Tl 5002

) Tutoris Banch 74

e e
Tl U0z

= x|
e Edt Gew Mared Docer Daa Looue Tech Mindow tep [T=l]
E1E IR Y e R | - P YL )
—d | =
T [Foee oo | [= ERNDDIETTET] e [EoEEN
B

rsaten | ersicten [Qusaie] oo crup | eranaree [ cisam 12
| T = i

o Grems o 5 Cabi Sy
e cvmewgan [ saoemal A camarve [ Specuum)
=S 250
eor ety 2z R e
— , e e
— =
o]
o
o ]
=
]
Ly 4
= B3 g T £s TR

M
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Start Up

..............................................................................................

This chapter describes how to start up LabSolutions.

Rﬂ%: Refer to "GC Data Acquisition" in Operators Guide for details on the "Data Acquisition"
ererence
window.

Supply gas to the GC.

Open the main valve of the carrier gas and other gases to supply gas to the GC.

Turn the PC and printer on.

2 Turn the GC and peripheral devices on.

Verify that the [LabSolutions Service] icon in the systray on the taskbar is green after
the PC starts up.

5

Recycle Bin

Lab5olutions

1] [

If the icon is yellow, this means that LabSolutions is in the process of starting up.

Wait a while.

If the icon is red, this means that an error has occurred. Restart the PC.

12



1 Start Up

Double-click ﬁﬂ on the desktop.

The [Login] sub-window opens.

Ul 1158 AM

Login
oLabSqutions f
l User ID: .- min v]é
Password: 9 | Change Password >> |
|| @ | Cancel | | Help |

Enter "Admin".

Open the [Realtime Analysis] program.

(i LebSolutions Main (Gystem Bdministratar) =il =)

File- VYiew FProce Window  Help

- .9 bl

Continued on the following page ||l.
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Open the [Data Acquisition] window.

'Q.i',,‘ Click here if the [Main] assistant bar is not
displayed.

@ ua GCNot Ready

Lire 1

Sample Hare :
Sample D :
Drala Comment

GC Running Time: 1.02 / B0.00min DETT: 329200

Iormal | Advanced

End Time :60.00 rin Diownload

In a normal state, [Not Ready] or [Ready] is displayed

|
GCNot Ready §
Sample Mame :
) Sample [0 :
% [ata Comment :

GLC Running Tirme: 1.08 4 B0.00 min DET 12 -2710uW

for the status.
Follow the recommendations below if
[Not Connected] is displayed.
» Ensure that the power is ON.
» Ensure that instruments are connected correctly.
» Ensure that the system configuration settings are
correct.

B Instrument Parameters Wiew Hormal

> P.16 for details.

Advances

14



1 Start Up

Start the GC.

GCHNot Ready
Lire 1 hem | Val |Unit|  Cir
Sample Mane : — Tt

) Sample(D

Diata Cornmnent ©

8/ 6000 min DET1: -2710u

B Instment Pararneters Yiew Memal ]| Advanced End Time :60.00 rmin Dowhload

il aoc-2

Realtime Analysis
[2334] Download the Instrument Parameters 7 This message sometimes
(OK:Download and Systemn On, Cancel:Systern On only) C . .
: : . is not displayed.

|[ 0K ] [ Cancel Help

GCReady @ Make sure that [Ready] is displayed
S — for the status after the GC temperature

_ Sample Mare : and other preset values are reached.
) Sample 10

15



LabSqutions\

:“.°§ - "l want to connect to the system."
i ... "l want to change the system configuration."

[ ] [ ]
(I 1]
In such cases

. Re-Set the System Configuration.

Open the [System Configuration] sub-window.

Click here if the [Main] assistant bar is not
= Uit displayed.

. it GCNot Ready

Ling 1 ltem | Val |_|'1'. Ctrl
Sample Hame R T

E0.O0min DET: -2292u0

8 Instument Paameters Yiew Memmal | Advanced End Time :60.00 rmin Diowiload

The [System Configuration] sub-window opens.

16



1 Start Up

Set up communications.

There are 3 types of connection, RS-232C cable, USB cable and LAN cable, between
the system controller and the PC.

The [Instrument] sub-window opens.

i e
b A
|
Select communication system.
[RS-232C] : Select [COM Port].
- [Ethernet] : Input [IP Address].
[USB] : Select [Serial Number] from [List...].
Select the GC to use. Click (15ettings.. 1] |
) w— ©-6— = —
G_Fit':]

Click here to display each instrument currently
connected to the GC at [Modules Used for Analysis]
in the [System Configuration] sub-window.

Check that the system configuration is correct.

I_j ;-_-_ 10 "’E’ GC-2010
e 7l Ee s Double-click the unit,
iz oetects s and set the properties
{2k Additional e i €23 Coln . j prop
oL geen of each unit.

- Additional Heater
6«2 Acdtonal Flow
$ arCt

O—
=

Click here to send the settings to the GC.

17



Chapter

The data acquisition method (instrument parameters) are saved to the method file after

they have been set in [Control Panel] in the [Data Acquisition] window.
This chapter explains how to set the instrument parameters.

Open the [Data Acquisition] window.

A/

1z

I. This part is called control panel. The instrument
.|| status can be checked and the instrument
parameters can be edited.

Dts Procassing Parametsm..
Autosampler + Infcion Port Column Detector
ﬁ
7
Canier Gan | Zuothe || Froa Zera the |
Lok Check. Deiector || Delechr |
AOG-20 LT Column FID |
Vial# SPLY Temparsturs. - Colurnn Temperstuns. FID1 Tamparaturs
o [100.0  j0p |C =250 ise |c |50.0 Isen © r
SPL1 Fressure FID1 Makeus Ges Trpe
632 /632 ¥P3 He
Calumr: Flow FID1 Maksup Flow
256 12.5  mbimin 300 130.0  wlimin
Tk T Ao |

Switching Display Settings

In the [Display Settings of Instrument Parameter View] sub-window, you can select displaying
either the control panel or the instrument parameter view.

In case of GC-2030, you can switch [View Mode] ([Instrument Monitor] or [Instrument
Parameter]) on the [Control Panel].

18

Set the Instrument Parameters

................................................................................................



2 Set the Instrument Parameters

Click [Column] image on the [Control Panel].

x
Main |

GCReady

.

Click here to open the [Column] tab
of [Method Editor] window.

Edit the time table for the column temperature program.

Tamperature:

Equilibration Time:

Cabamn Trfor mat iord Stabi bz

60| T

20| mn

Lne 1 —————

Tistallaion Date 371842016
Aax T 4000 %
Lerigth 200
Column Qwan Tempeesture Prograrm: Tatal Program Time: [5.00 mi
Tner D metes 022 min [T
Film Thicknass: 050 Am Rata Tamparature Hold Tirme -
- 500 300! |=]
Camment | 100 160.0 a[h |
2 uon [iF] 00
i [T (i non
L i (i1} (I}
5 000 il a0
3 100 il 000
1 o 0n 00
] oo 0ol ol T
G Coolig Rate
Owerrt Final Tamp. Hold
Rate Temperature Hold time
0 - 50.0 3.00
1 10.00 150.0 2.00

Continued on the following page “l»




4 Click other unit image and edit parameters.

J i SPL
Temperature : 250 °C

GCReady

AOC-20i
Injection Volume: 1.0 pL

WeEIvL 14 185 mh

FID
Temperature : 250 °C

End Tims: 6000 min

In case of GC-2030, you can select unit from the explorer bar at the left side of
[Method Editorjwindow

T ADC-201 Temperature: 5000 0 T 160.0 |
4 Advanced Equilibration Time: 30 mn i |
7 e Calumn TnformationdStabilwas) “ |
b Advanced Calurmn 10: ; |
_ Iretallation Date: 3/ 182016 &0 :|
o Fo1 0 |
Calumn Max Teme: 4000 °C U000 200 400 600
B ceneral Length: a0 m
Column Oven Tempersture Program: Total P
' Iner Diameter: 032 mm ID

In case of GC-2010, you can select unit by clicking tab on the [Method editor]window.

Marmal Acyanced Encl Time =300 min rathad  Lintted
i poc-20i |53 it | bl Golumn | G55 DET1 | B Genersl | ) AdFion

FUBLULEL gL, AL LI L STITIEE

Fof Rincez with Precolvent: o

#of Rinzes with Sobent{Post) 1

#of Rinzes with Sample: 2

Plunger Speedizuction): High Midd ke Liowy

Viscosity Gomp Time: 02 e

Plunzer Speedilnjection) o High Midd ke Lickin

Springe Insertion Speed: 8 High Lo




2 Set the Instrument Parameters

Save the data acquisition conditions.

The folder initially displayed here is the
default folder.

To change the default folder,

ﬁ%ce "Default Folder and Change the
Default Folder" P.24

2 )|

Enter "Tutorial_Method".
=] SaaneID:‘ .
Data Cammert :
G Fhomr . - =
GC Runring Time: 1.97 2 15.00 min DET1: -28700 l A Wi l]
________ i ) Save astype: |GC Method File ("gom - Cance
e |
wir || |aCReady
=1
6 Click here to download the data
C Rurring Tme: 02 . ege s H
ot acquisition conditions to the instrument. e
Eid TR0 nian
5 % 1N ' B B A d (E5 o B & 4 (EF]

21



LabSqutions\
s 1. Baseline Check

By the baseline check, you can check whether or not noise and drift values on the
baseline are within the preset time and at the threshold or below.
e DBaseline check parameters are saved in the method file.

([
Set [Baseline Check Parameters].
O— JRairg) [ -
s _ — — — ,
ursiion ‘ Systern suite ettings l Moise: E|-.r5 i = :5_.3 min ”5_;;5"9““ uy Q
sample Hame : 2/
= arpl= | Drift: 0.0 == 150 i 5000 W
X Ia'aEJ'I;:lren' D_ID” — P = - - - llrh 9
G_ Running Time: 5.02 / 1500mn DETT; -331 9w/ G : Q‘— e
J —-r— ? H
Set both [Noise] and [Drift] to , and enter
[Start], [End] and [Threshold].
9 In the [Baseline Check] sub-window, the noise calculation method can be changed, and the maximum delay
"™ time when the result of the baseline check is [Fail] within the preset time. IS5 Help for details.
Perform the baseline check.
Fea --IA\) stem Administrate -:".'_- ; i ’ : ) "
0|..,~..< D »
ain ‘ GCReady air ‘ IG CTesting baseline stability
= Sample Hame i Sampie Hame |
After measurement ends, the check results are displayed in [Baseline Check Results] sub-window and
[Output Window].
[Output Window]
ki “ o =
Start the baseline check. DETT ASTM naise 0.00-15.00min{Crteria 50.00uV), drit 0.00-15 00min(Criena 5000.00uV/R) | j
Failed the baseline check. Pass ASTM noise : 18.36uV, dift : -0.32u\/h g
{4 [+ [\ Message / | €1 il b -

Baseline Check Results

= [270f] Pass=d the beseline check.

Failed ASTM noise : 18360V, drift: -032uV/h

x| nee

22



2 Set the Instrument Parameters

LabSqutions\

Slope Test

By performing the Slope Test, the peak detection sensitivity (Slope value) of peak
integration parameters can be automatically set from the status of the noise and
drift appearing on the chromatogram before data acquisition.
The slope value obtained by the slope test is effective when performing

® isothermal analysis. This section describes the Slope Test. ®

%

_p”; » Slope values refer to the numerical values for determining the peak start and end points.
Hin To be more precise, the peak start point is judged when a ascent slope exceeds the preset
value, and, alternatively, the peak end point is judged when a descent slope falls below the
preset value.

» Optimum Slope values can be obtained from the data by the Slope Test.

This menu is displayed by right-clicking
on [Chromatogram View].

- The measurement result is
------ e displayed when the test ends.

ﬂll {DET1) SlopeTest
E T Slope Test DET1 [=3
O Instiument Farame Graph Bropertiss T e End Time- ] »

i aoc-z o gnE

Setting Slope DETL

lope : Chil 195.218

(%]

L0

To apply the measurement

result to the peak integration .‘ =
parameters, click here. ) =

;?r_ To make preset values clearer, set a value rounded up to the
it nearest integer larger than the displayed slope value.

For example, set "200" for "195.218".

23



LabSqutions\

Default Folder and
Change the Default Folder

EL

“ x|
|Fa|der *‘%&p&gﬂu @ GC Read
\SamPIENGC ot Lookin:  C:\LabSolitions\Sample\5C tem | Val | Unit £
FI|EﬂBmE E-4% Computer - INew Folder, .. - - S S -
6/ B Local Disk () P = D00 o
This folder is the default 214 LebSolutions s ol Bl L
folder. &y Common 3 : Purge | 0.0 m On_@ Off
G- Ju Data
o i Manual I j
...y MSLibrary e
B4 Sample T
) 38 o
L nd Time ;150
-y System
1. Template
" . o e
* Lol - Set this sub-window when changing
Comment:

the folder or creating a new folder.

i =, (BT

24



3 Single Run

Chapter

Single Run

.
.................................................................................................

This chapter describes the operation of measuring a standard sample once only (single
run) using a saved method file "Tutorial_Method.gcm".
First, perform single run using a standard sample.

Open the [Data Acquisition] window.

Open the [Single Run] sub-window.

s |
x|
ain GCReady -
BN Lire 1 |:='||| Val| Uni Cir
- Sample Mane = 0
| Sample D :
[iala Cormenl t

GC Running Time: 4.78 / 15.00min DETT: 31150

Mormal. | Advanced End Time :15.00 min Diowenload

it
Single Run

Start

Single Run

The [Single Run] sub-window opens.

Continued on the following page ||l.
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Set the conditions for a single run.

In this example, set the conditions for pouring 100 ppm of alcohol mixed sample into
vial No. 1 on the auto-sampler, and injecting that sample.

Data File: Create into: | C:\LabSelutions\Sample\GC
Test - . : — Enter "Test".
[ Auto-Increment: L2 .. - |
=y
’35ampler
vial#: 1
[ without sample Barcode: C Vial# : 1
Syringe Volume: 10 uL
_
Advanced >9 Cance Help
L Click here to start the acquisition.
N The status changes
- &une Data acquisition automatically ends to |[Ready when data
when the [Stop Time] (15.00 min) set in acquisition ends.

the method file is exceeded.

= p —.—

» |

GC Running Time: 15.73 4 15.00 min DET1: <140y

— GC Running Time: 4.20 /15.00 min DET1: 167966360y —

e Click here to cancel data
acquisition midway.

26



4 Data Analysis

Chapter :
P Data Analysis

After single run ends, check the data to see if the peaks have been detected correctly.
This chapter describes how to change the peak integration conditions of the data

file "Test.gcd" obtained by performing single run to optimize the peak integration
parameters.

Open the [Postrun Analysis] program.

Double \\
Click !
~

Open the [Data Analysis] window.

kA Click here if the [Main] assistant bar is not

displayed.
|
s
. HMain Falde CAld B Chromnatogramn View
Data Anahg — _:__I ______ TS L e T L= T o P 1 T T
L)
Data Analysis
_.] _:
_________ Teee e P L P 7 I S o) j
B <> Results View - Peak Table B <» bethod View - Peak Intearation Pz
The [Data Analysis] window opens. Continued on the following page ||l»
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Display "Test.gcd".

o
¥
Folder: ﬁg B Chromatogram Yiew
Datz analsis W[y shSolutionsiSamplelse =] B ) axIntensity : 0
Filename Mo j :‘
Double \\ 3 -
Click ! 757}
=~ ]
. 0.00000 0.0d02¢ 0.05050 0.0d07e 0.08100 0.0012¢ 000150 min
B <> FResults View - Peak Tzble B <> betbod View - Peak Integration Pz
Peak# Ret. Time Area Height ||| -~ . _
g P »
ERIEhD; 7
21,9529

Click M on the [Data Explorer] sub-window, and
double-click "Test".

Rle,?,ence Refer to "Data Analysis" chapter in Operators Guide for details on the "Data Analysis" window.
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4 Data Analysis

Enter the peak integration parameters.

bl ol i | hSolutions\SampleaC ax Intensty : 21,9529

s | HIE

- e == Click P Edit to edit each
b 7 o ‘_ —— _ | parameter value.
¢/l Click &dView to perform
processing on the data, and the
P 4 processing results are displayed
V4 in [Chromatogram View] and
L [Results View - Peak Table].

i T L 4 o= T

6 B < Met."od\u"ew-:‘eaklntegr-e S&\Jél 3 Edito

Irtegration J 4=t

Heigh - -
218, y  Width: 3 s8C
& =
0 Slope: | 1000 uVimint ]

210 Width : 3 sec
Slope : 1000 uV/min

e <D vPD1-cm /||
Eg{a | mo

A1y

;9: Width values refer to the minimum half-width value (height 1/2 width) of the peak to detect.

" Noise peaks are removed by optimizing the Width value.

Determine the start and end points of the peak by the Slope value.

The positions where the absolute values of the baseline slope become these values are the start and end
points of the peak.

@ Refer to "Peak Integration Parameters" of the "Data Analysis" chapter in Operators Guide for

Referenc®  jetails on the Peak Integration Parameters.

Continued on the following page “l»
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Enter the quantitative parameters.

il =
. | _x 2 DO
....... : : E
7 i B ; 14
suoe ‘ e g
‘ \ 'Qﬁ',‘, Click n to enlarge the
] | | window.
et gl 1 J
- * -
- B ¢ Reauls Vi - Pacgk Tabla a ethod Wi - Cuanitaie Paa. o0y E
b [T veageion | iderificstion| Gueritsbve | Campoun 414
eokit|_Ret_Time ) g Il
| Cafulatid by Lo ' Haight )
OiCh =) | £ 186 Calibration Curve
21529 e Gl Leves: 1 5] [Sorple nfome
ST [\FID1 - Ch1 f ] y
s J
r )
& Method Yiew - Quant@e Parameters &d Vieul [# Edit I
éntegration | Ideni:iﬁcaﬁml‘i_gu-ﬁ!jﬁ@ﬁ_\_{ﬁ_ Compound I Group I Ferformance I Custom I QC Check | Retention Index|
Quantitative Method: ]
Quantitative Method : External Standard
[External Standard v]]
\ L ranmaL wi sunceEnu auan
of.'.aln lated hv: @ Area (™ Heinht i@ Decimal Digits Significant
Calibration Curve Digits
| # of Calib. Levels: 3 %
Curve Fit Type: [Linear v] Grouping Type:
[Not Used -
Zero: [Not Farced ~|
o # of Calib. Levels : 3
- - |
| l ¥ Axis of Calib. Curve:@ Conc. ) AreafHeight .— X Axis of Calib. Curve : Conc.
L w

A/

:9: * The [External Standard] method involves calculating concentrations

Hint from the peak area (height) of unknown samples using a calibration
curve made based on a standard sample.

» At [# of Calib. Levels], set the number of concentration points for the
standard sample required for creating the calibration curve.

* When creating calibration curves with the least squares method, set
[X Axis of Calib. Curve] to [Conc.].
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4 Data Analysis

Fill in the Compound Table.

8 Chicmatogra View

B0 Methad View : Compocrd Table 25 vian [[FEGL |

Inisgrsicn Canpeerd il

[ Rt T
1 [Tomet | t

[ L4 )
8 <> MethodWiew - Compound Tab, (5 \;iew._"_J
tecration | Idenification. | Quantitative [ Compound ]imum | Performance: | Custom | GG Check | Retention Index|
D& Mame Type Ret. Time Cone (1) Conc. (2) Conc_(3)
;) 1-Propylalcohal Target b.754 100.000 500.000 1000.000
2 Isobutylalcohel Target E.E74 100.000 500.000 1000.000
3 Isoamylalcohol Target B.705 100.000 500.000 1000.000
| i T LT LT | R - ow. a P = ¥ i Y I ¢ b T |
Click &dView to
Name Type Ret. Time | Conc.(1) | Conc.(2) | Conc.(3) change the cell
1-Propylalcohol Target | 5.754 | 100.000 | 500.000 |1000.000 background color to
yellow to fix the newly
Isobutylalcohol Target 6.674 100.000 | 500.000 |1000.000 edited parameters.
Isoamylalcohol Target 8.705 100.000 | 500.000 [1000.000
A H

;?: » The result obtained by performing data acquisition is used for [Ret. Time].

Hint .+ Selecting the [Ret. Time] cell, and clicking the peak in [Chromatogram View] automatically
enters the retention time of that peak to the currently selected [Ret. Time] cell.
The retention time can be set by simply clicking the mouse.

lke,e%nce Refer to "Compound Table Retention Times Using the Mouse" of the "Data Analysis" chapter in Operators
Guide for details on setting retention times.

Continued on the following page “l»
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Save the processing results to a data file.

Click here to save the processing results
to "test.gcd".

B Cheometogram Visw

| L I
Click here to open the [Save Method As] Click here to save the new
sub-window. data processing parameters
to "Tutorial_Method.gcm".

H Save Method As (3] 0 t Method Parameters Em|
Save in GC e | - (@ Current Setting Acquisition Settings

o o = : e 0—.
— - l ! Pe S [¥] Data Processing Parameters I El

. - Peak Integration Parameters
- Identification Parameters

- Quantitative Parameters
- Compound Table
- Calibration Curve

- Column Performance Parameters
- Custom Parameters

- Multi Chromatogram Table

- Purity Parameters

- Spectrum Parameters

- Library Search Parameters
—— - - S—
= ===
-

ey Set to

t@ Tutorial_Method
?

Select "Tutorial_Method".

A/

:9»_ To use saved data processing parameters for other data, perform either of the following operations to save the
i new data processing parameters to the method file (in this example, "Tutorial_Method.gcm").
» Click [Save Data and Method File] on the [File] menu.

» Click

(Apply to Method) on the [Data Analysis] assistant bar (operation in step 8 above).
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5 Realtime Batch

Chapter |
P Realtime Batch

.................................................................................................

To perform data acquisition continuously on multiple samples (realtime batch), a Batch
Table must first be created. Batch Tables can be easily created by using the table easy
setting feature of LabSolutions.

5 1 Create a Batch Table

sooEn In the following example, create a Batch Table with standard samples set to 1st to 9th
rows, and unknown samples set to the 10th and 11th rows.

Open the [Realtime Analysis] program.

‘ | Double\\
Click !

~

Instrument "

Ihstrumentl

Open the [Realtime Batch] window.

_9,“_,“ Click here if the [Main] assistant bar is not
displayed.

G

Los ttem| Val| Uin
5 alE

5

i)

ce: 072 1500 min DET1:-13u

It

Morma | Advanced End Tima: 1500 .min Diaiwnload

The [Realtime Batch] window opens. Continued on the following page III»
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Edit the Batch Table.

Set [Standard] to [+].

Vial# :1t03
Injection Volume : 1 pL

Repetitions 03
Select [New]. Data File . Tutorial_Std
i —
""—'=| @ New me'

9' | 5tandard vials: 1 .i| B 3
l Injecton Yolime: 1 Data Filer  Tutorial _Std
)

0' ] Unknawn vialg: 4 Tray: 1 |= | Repettions:
l Injecton Volme: 1 Data File: | Tutorial_Unk

Set [Unknown] to [¥].

Click here to create a

Vial# - 4t05 Batch Table made up
Injection Volume : 1 pL of 11 rows.
Data File Tutorial_Unk
B = strato Fe = ed (G !-_-:
Folder: C:\L abSolutions\Data'\Project 1
1 1 1:5tandand:({l) Tutorial_Methed.gem Tutoria_5td001.ged 1
2 1 1:5tandand Tutoral_Methed .gecm Tutorid _S5td002.gcd 1 ]
= 1 1 5tandard Tutorial_Method gcm Tutorial _Std003 ged 1 =]
4 2 1:Standard Tutorial_Method .gom Tutorid_Std004.gcd 2 [
cd 5 Z 1:5tandard Tutorial_Methed .gcm Tutoria_5td005.god 2
B 2 1:Standard Tutorial_Methed.gem Tutorial_Std006.ged 2 ]
7 ) 1:Standard Tutorial_Methed.gem Tutorid_Std007.gcd 3 [
3 1:Standard Tutorial _Methed gcm Tutorizl_Std008.ged 3 7]
3 1.5tandard Tutorial_Method .gom Tutorid_Std0053.gcd 3 ]
1] 4 O Lrkmawn Tutorzl_Methed gem Tutorial_Lnk001.ged 1] =]
1 b [ Unknown Tutorial Method ocm Tutorial Link(002.ocd 0 [

A/

\9/_ » In Batch Tables, you can set the sample information of each sample and output of reports.

[3>  Refer to "Edit Batch Tables" of the "Realtime Batch" chapter, "Edit Batch Tables" of the
"Calibration Curves" chapter in Operators Guide for details on the editing batch tables.

Reference

* When performing cleanup, enter "-1" in [Vial#] if the autosampler is used.
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5 Realtime Batch

4 Copy a cell.

Vo Samole Name | Sample 1D | Sample Tvpe | Method File Data Fle Level#| Report Outp
1 \ T - ~d .

'7 hJ-'- [| Fill‘)cmg |l

———| Select here. -
| sample Mame e ==l |
s 1 1] |[3_B)
DI Ole [hlcohol Mixture ?
6 Auto-ncrement
l | Sance Help

ialf = Sample ID
1 1 Alcohaol Midure |
2 1 Alcohol Modure

3 Alcohol Modure
4 2 Alcohol Midure
2 Alcohol Modue
2 Alcohol Modure

3 Alcohol Modure
Alcohol Modue
Alcohol Mixture

Method File

Level#| Report Outp

5 Enter a numbered series.

| Select here. .

E _ Hloshe oﬂ:& [| ;iu;e.ries =

R
(= =) o

ol 10N UnknownO1 I

Wial# | Sample Name | Sample ID Sample Type Method File Data File Level#| Report Outp

4 Unknown(1
5 Unknown02

Continued on the following page III.
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Directly enter remaining items to the Batch Table to

create the Batch Table shown below.

Folder: C:\LabSolutions*. SampletGC
Analysis | Vial# | Sample Name Samgle ID Sample Type Method File Data File Level#| Report Outp
1 1 Alcohol Midure | Standard 100ppm 1:5tandand:(l) Tutorial_Method.gem Tutorial_Std001.gcd 1 7]
2 1 Alcohol Mbdure | Standard 100ppm 1:5tandard Tutorial_Method gem Tutorial_S5td002 gcd 1 7]
3 1 Alcohol Mbdure | Standard 100ppm 1:5tandand Tutorial_Method gem Tutorial_5td003 gcd 1 7]
4 2 Alcohal Miture | Standard 500ppm 1:5tandard Tutorial_Method gcm Tutorial_Std004 gcd 2z [
5 2 Alcohol Midure | Standard 500ppm 1:5tandand Tutorial_Method.gem Tutorial_Std005.gcd pd 7]
B 2 Alcohol Mbdure | Standard 500ppm 1:5tandand Tutorial_Method gem Tutorial_Std006 gcd 2 7]
7 3 Alcohol Mbdure | Standard 1000ppm | 1:Standand Tutorial_Method gem Tutorial_S5td007 gcd 3 7]
3 Alcohol Miture | Standard 1000ppm | 1:Standard Tutorial_Method gcm Tutorial_Std008 gcd 3 =1
3 Alcohol Midure | Standard 1000ppm | 1:5tandand Tutorial_Method.gem Tutorial_Std009.gcd ] 7]
0 4 Liquor Unknown(1 0:Unknown Tutorial_Method gem Tutorial_Unk001 gcd 1] 7]
11 5 Whiskey Unknown02 0:Unknown Tutorial_Method gem Tutorial_Unk002 gcd 1] 7]
Save the batch file.
Enter "Tutorial_Batch".
T T File name l Tuterial_Bstch l - l Saye ]l
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5 Realtime Batch

LabSqutions\
s . Create Batch Table Using

Quick Batch

e You can also create a Batch Table using quick batch. ®

B Aunnivg Trmes 0,22 G000 min FOT: DUy

1000y

EndTime: 6000 mm

Enter the sample ‘ Select a sample type
- information. and vials.
XA Py |ﬁ' 0 [ standard % [0 Unknown
S e -l
Standard Unknown
Dt File Mame: (At Flerane} Cuta Fie Nane: (Autn Flerame)
[¥iRegart Output ¥Repart utput:
Reparts E : e N e [~
Soeetime;  Torandd .| T l ‘ 2 )7 @)@ 9:.‘
Sampla ID: Sampls D ;
Wil Murmber; 1 it Vil Number; 2 - X
Mumber of Sanple; - L Pumber of Sample 3
Foepebtions: T e (B ul | Repetors: T Ugkme: 0 W
{
e et 0 @ Click here to add settings to a Batch Table.
] Vialé | Someie Mame | Somple 10| Smple Type [ wewed b | paa e e[ memtocmnt | | this figure, a Batch Table for the standard
sample (vial 1) and unknown samples (vial
2-4) is created.
i Badcr k

Start realtime batch.

reference R€fer to Helb for details on operations ando the applicable mobile.

:9: When [(Auto Filename)] is displayed in the [Data File Name] field, you cannot directly enter a data
H file name. To enter a data file name directly, click [Settings] in the [Quick Batch] sub-window.

On the [Data File Name] tab page in the displayed

[Settings] sub-window, clear the [Create filenames agiconstsa| e S S Lt il i

automatically with] checkbox.

[ ¥ Crmatz FiEnaes: Suinmaieally .'!.'!h,’]
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2 Realtime Batch Processing

YT Execute realtime batch using the Batch Table you created.

Place the samples in the autosampler.

Vial 1 (level 1) Alcohol mixed sample 100 ppm solution (standard solution)
Vial 2 (level 2) Alcohol mixed sample 500 ppm solution (standard solution)
Vial 3 (level 3) Alcohol mixed sample 1000 ppm solution (standard solution)
Vial 4 Liquor (unknown sample)

Vial 5 Whiskey (unknown sample)

Start realtime batch processing.

i Yoonet Moy || i LRI
Realtims Batch SEE e utorial k002 g

' Click here to open the [Realtime Batch] and [Data
|ﬁ’_ Acquisition] windows simultaneously, and starts

data acquisition from the 1st row of the Batch Table.

Sample Mame :alcohal M gius
Sample|D - Standaid 100ppm
1afa Commert :

GC Ruraing Time: 4.43 /15 00minDETT: 167208

(@)= Click here to cancel data acquisition midway. &
| - || To edit the content of the Batch Table during ’

realtime batch, click E to pause realtime batch.
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5 Realtime Batch

LabSqutions\

Print a Summary Report

Add items to display in the Batch Table.

I

e S
T.'..':'...' ".:Z-. [ UD 1
3 Z..": I & Dawn
1
Click here to add [Summary Type] and S
[Summary Report Format File] to the _Qﬁ_n. The order of display items in the
items to display in the Batch Table. Batch Table can be changed by
clicking [Up] or [Down].
Set up the summary report.
. > = 9* Row Number : 110 3
= = s 2 £ = =l =] |
maryReport,_4lsr| l
< S—
: r (6) =
: i1 I C——
R i Vo
5 . | - 0 &
|
|
y -
3 |
; I Select "SummaryReport_4".
= |
l}& Summary Report Settings... - e oem omm o L Bl SimmaRaperd ] 9 3
= :;Q’: After setting the summary report at Row Number: 1
Hint 5 3, set Row Number: 4 to 6, 7 to 9, and 10 and 11
in the same way.

Repeat step 9 onwards in the same order.

Continued on the following page ||l»
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Check the output configuration of the summary report.

x|
eve 5 Type 5 v Report Format Fle |

Summeary Start SummaryReport_4 lsr

2 Summary Run

- Summary End

4 Summeary Start SummaryReport_4 lsr
Summary Run
Summary End

7 Summeary Start SummaryReport_4 lsr
Summary Run
Summary End
Summeary Start SummaryReport_1 lsr
Summary End

When you have finished the output configuration of the summary report, execute realtime batch to
print the summary report.

Rreference R€fer to "5.2 Realtime Batch Processing” P.38 for details on executing realtime batch.

B [Printout Example]

Standard samples

==== Shimadzu LabSolutions Summary Report ====
<Summary Report>
Tutorial_Std001.gcd
0 2500 5000 7500 10000 12500 15000
0 - L I AT [T - . . w
1F
=
[ =PTOPYIRISRBR) yialcohol
10 F Isoamylalcohol
3 ]
5
Tutorial_Std002.gcd
0 2500 5000 7500 10000 12500 15000
0 P E P T B R L v
_
{ "r'””y‘“"‘}’éb%uma\cohol
10+ Isoamylalcohol
3 ] E
5
Tutorial_Std003.gcd
0 2500 5000 7500 10000 12500 15000
0 - . - . L P B L. . w
L
L//r
T-PTopylalcqigh tylaicohol
10 Isoamylalcohol
El
5
<< FID1 >>
ID#1 Compound Name: 1-Propylalcohol
Data File Name Sample Name Sample ID Ret. Time Area Heigh Conc.
| Tutorial Std001.gcd Alcohol Mixture Standard 100ppm 5743 25526 0934 00.000
| Tutorial Std002.gcd Alcohol Mixture Standard 100ppm 5751 25804 0923 00.542
| Tutorial Std003.gcd Alcohol Mixture Standard 100ppm 5750 25768 0810 00.268
verage 5.748 25700 0889 00.270
%RSD 0.075 0.589 0.630 0.271
ID#2 Compound Name: Isobutylalcohol
| Data File Name Sample Name Sample ID Ret. Time Area Height Conc.
| Tutorial Std001.gcd Alcohol Mixture Standard 100ppm 6.664 31725 3122 00.000
| Tutorial Std002.gcd Alcohol Mixture Standard 100ppm 6.673 32067 3194 00.536
| Tutorial Std003.gcd Alcohol Mixture Standard 100ppm 6.671 32162 3252 00.555
verage 6.669 31985 3189 .364
%RSD 0.068 0.719 0.493 0.314
ID#3 Compound Name: Isoamylalcohol
Il a File Name ample Name Sample ID Ret. Time Area Height Conc.
| Tutorial Std001.gcd Alcohol Mixture Standard 100ppm 696 31972 4335 00.000
| Tutorial Std002.gcd Alcohol Mixture Standard 100ppm 704 32338 4359 00.568
| Tutorial Std003.gcd Alcohol Mixture Standard 100ppm 702 32270 4653 00.239
wverage 701 32193 4449 00.269
%RSD 0.048 0.604 1.228 0.284




Unknown samples

5 Realtime Batch

==== Shimadzu LabSolutions Summary Report

Sample Name
Sample ID

Data Filename
Method Filename
Batch Filename

: Liquor

: Unknown01

: Tutorial_Unk001.gcd
: Tutorial_Method.gcm
: Tutorial_Batch.gcb

Vial # :1-4 Sample Type - Unknown
Injection Volume :1uL
Date Acquired 1 4/9/2009 2:33:04 AM Acquired by . System Administrator
Date Processed  : 7/13/2010 2:24:41 PM Processed by : System Administrator
uv ] I s |8 1FID1] FID1
8 S Peak# | Ret. Time Area Height ID#
1 23z | 1 1.900 7737 5018
25000 % 3 E 2 3.299 10799 4830
1 2 |8 3 3.426 41993 16732
1 g 4 4.080| 42735188 8790611
] < 5 5733 20659 8448 1
\ “ 6 6.802 45081 17880 2
o - S N L, 7 8.722 90812 36867 3
T — 1 T 1 T 8 12.596 2747 680
0 5 10 _ 9 13.766 14329 5873
min 10 14.336 3850 1453
Tota 42973196 8888393
FID1
ID# Name Conc. Unit
1| 1-Propylalcohol 85.137 | ppm
2 | Isobutylalcohol 143.676 | ppm
3 |Isoamylalcohol 277.442 | ppm
Sample Name - Whiskey
Sample ID - Unknown02
Data Filename : Tutorial_Unk002.gcd
Method Filename : Tutorial_Method.gcm
Batch Filename : Tutorial_Batch.gcb
Vial # 115 Sample Type - Unknown
Injection Volume :1uL
Date Acquired : 4/9/2009 2:54:45 AM Acquired by . System Administrator
Date Processed  : 7/13/2010 2:24:42 PM Processed by : System Administrator
uv 1 B 3 1FID1 EID1 i i
100000 3 3 Peak# | Ret. Time Area Height ID#
] s 8 = 1 1.908 16371 9651
S =
| S 3 E 2 2.632 1945 989
1 s 8 8 3 3.305 49735 22059
50000 g 4 3.438 5679 1993
1 o 5 4.118| 64884225 11137946
- 6 5742 43193 17713 1
0 | [ 1 l ’[ 7 6.798 126351 52765 2
T — 1 T 1 T 8 7.684 1424 666
0 5 10 . 9 8726] 263828 110858] 3
min 10 10.489 2765 1054
11 10.983 2300 893
12 12.223 2935 1336
13 12.585 47370 18734
14 12.869 2493 1116
15 13.773 1625 623
Tota 65452236 11378396
FID1
D# Name Conc. Unit
1| 1-Propylalcohol 168.318 | ppm
2 | Isobutylalcohol 394.559| ppm
[ ID# | Name [ Conc. [ Unit |
[ 3]Isoamylalcohol [ 791.143[ppm ]
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ChaPer Multiple Data Analysis

................................................................................................

The LabSolutions [Browser] program is handy for checking the quantitative calculation
results and chromatograms of multiple data.

In the [Quant Browser] window of the [Browser] program, you can check multiple data,
and change the data processing parameters of the currently displayed method file to
modify calibration curves and perform postrun batch on multiple data.

Reference R€fer to "Quant Browser" chapter in Operators Guide for details on the "Quant Browser"
window.

Open the [Browser] program.

!

=~
Browser

B kethod View - Cormpound T able

ﬁ'; i —) ID# Name Type Chanmi
Quart Browser — _.

Open the [Quant Browser] window.
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6 Multiple Data Analysis

Load the batch file.

et ]
Al B Guantitative R esults Yiew Dt B Method View - Corpourd T able
antBrowse | ahSalitiors\SanplelEE v | Data Flename Sample Type q
e_—| IDét Name Type Chanm
lllﬁTutorial_Eatch 53’1:‘L - *
Drag and drop this file to display the
quantitative results data.
B e e e M Calibration Curve/Spectrim Yiew

Continued on the following page III.
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Confirm quantitative results.

Bualicative Reaulz Yiew

1 Tirensl_ze00] ged Stenderd[Cakz P 7] B
2 Tuoriel_ 51002 god Standerd(Cale Poi 1 5.
- 3 Stendard(Cale. Poi 1 5.7
4 Standard(Cale. Poi| 2] 57
5 Stenderd(Cekc. Poi| 2| 5.
(] Stenderd(Celc Po s
k] Standard(Cake. P 3
Tutodal_S1d00E.gcd Stendard(Calc. 3]
Turtonal_51d003 god Stendend(Cale. Poi| 3]
0 Tutcrizl_Lk001 ged Uk [
1 Tuizriel_Unk02g=d ko) [}
ogiam iew
Y
Sl

B Cabishon CurmeSpecin

e Conc.(1

40519
r= 0339158
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6 Multiple Data Analysis

LabSqutions\

Modify Calibration Curves

Confirm peak integration parameters.

Confirm the peak integration parameters when peak detection is inappropriate.

Click here to perform

postrun batch on all data. =
0 CorvedEpeimin
e calbcure || spectnam|
. = FTILBIEA - 2408 [60)
f '9 i 2= N8I 1 - 19I5
95 Method WView - Peak Integration Parameters —) 3 View @:Edit o e
EETE
l| Integration [] entification I Quantitative | Compound | Group I Performance: | Custom I QC Check | Retermon ol Sy ~ I .
~ ~ 200100+
Width: sec 1 *m"'
Q= notae]
Slope: 1000 uV/min
l I.'\_'.n\.. 1 oo
Dirift: 0 uW/min
— Prograrn SRemean
T DBL: 1000 min E N
) o a — I = =
Min. Area/Height: 1000 counts h ise/Drift Calculation...
Calculated by: @ Arsa () Height

Make sure that these
values are appropriate.

Continued on the following page III»
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Confirm identification parameters.

Confirm the identification parameters and Compound Table when peaks are not identified correctly.

ol
0 B e e Tiew| @ E
= Met' \=w - |dentification Parameters
Integrcmml Identification lluantrtatlve Compound | Group | Peformance | Custom | QC Check | Retention
Nlndo\-\;"Band @ Window @ Band
Window: 5 % ﬁ ‘
\ ] &bmm&nu}hmn\ﬁw
Default Bandwidth: 0.01 riir et curve [ L specin|
Make sure that these J = EER 6 60
R iamss

ldentification Method: Absolute Rt A values are appropriate. o

Peak Selection: Al Peaks - 250ta0
200100+

[ Display nat identified peaks as peaks with zero areaheight)
150800

Add the peaks with zero arealheight) to calibration level
s
Retention Time Update: o100
(@ Mone () Replace ) Average |
280 ma 780 Cone
T y
ol
= il Compoured T # Ed

& Method Yiew - Compound Table 9 G i Edit 0
9 iew [ [# Edi 5
Integration | Identfication |Ouarrt'rtatiw| Compound larouu [ Perfomg [ Custom | GC Check | Retention v ~
D& Name lype Ret. Time Conc.{1) Conc.{2) Conc. N I
1 1-Propylalcohal Target 5754 | 100 500 1000 Y o
Z Isobutylalcohal Target 6571 @ 100 500 1000 B
3 Isoamylalcohal Target 8.705 | 100 500 1000
4 Target 0.0071 | 100 500 1000
Make sure that these time
settings are appropriate.
I it

B Calbastion Curve/Spectiun View

A cabcure | | spectnm|

' w 2P0 A - 2406 5D
"2 = 09982210 = 0290169

area

200100

150800

000§
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6 Multiple Data Analysis

Confirm calibration points.

Confirm the calibration curve.

O Calbagtion Curve/Spec [l View |

= 2O - BdLen () 9
"2 = DHNEINE 1= DHINES
| |
|
D0
& Quartitative Results View  pz 1 ED 1-Propylalzshol o o100
Data Filename Height Conc. (spm) | _S5td. Conc. Arca¥ Height% | Accurevy'| | Cal. Point | | smple Type
Ltoral_5td001 go T 103,103 700 052 lw T | W 3= Calc Fai 1s0800
utorial_Std002 ge: 5 104131 100 052 ndard(Calc Poi
tonal_Std002.ac: ; 103.999 100 X 052 Q| W) ) st o 100800
Utorial_Std004.go 55, 193976 500 269 988 IE o
Thoral_Sd005.9c 5% 52 192957 500 I > I R - J—
utorial_Std006 ge: 56.64 492 848 500 |
utorial_5td007 ge: 118,00 1.004.735 1000 M k h h B
oral_5:d008 god T17.671 1.003076 1000 126 r e mc ety
utorial_Std009 ged 116,155 1.001.176 1000 126 aKe sure t at t €
[] onial_Unk001 ged 8448 85.137 e .048 i 1 1
1 utorial_Unk 002 ged 17713 168.318 — 066 Callbratlon pOInt on the I
1st row is set to [w]. i I
L EIE I - - J

| B Quaniitzive Fesulis View DE 1 Frapylak | 2 MethodView - Compourd Table LWiaw | [# Edi
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LabSqutions\

Export Quantitative Calculation Results

This section describes how to save quantitative calculation results as a text file.

B Ouantitative Results Yiew DE 1 1-Propylale | B Methad View - Compound T able Wiew | [# Edit

Data Filename Height Conc.

1Dé MName ype Rel

l“ Export Quantitative Results... |]

Export to .
— _ Select [Output File], and
9' = SHeT Gk @ enter "QuantitativeResult"
@) Qutput File; QuantitativeResult] ﬁ as the file name.
Items to Output
9-:- All Ttems e Select [ltems Displayed on

l (@) Items Displaved on the Screen the Screen]
l IDs to Output

@)@ Anos _ _ Select [All IDs].
| {*) Designate IDs: |

-

Click here to save the "QuantResult.txt"
file in the Sample folder.

Reference REfEr to "Export the Quantitative Results" of the "Quant Browser" chapter in Operators Guide for details on
exporting quantitative results.
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6 Multiple Data Analysis

LabSqutions\

~SlmEne Print the Quantitative Results Table

To print a browser report, select [Print] at [Print Table] on the [File] menu.

[| Print Table |l Print Ctrl+P |]
= 3
Tutorial_Std009.gcd
E = o 3
“50000- & o B R TR
- 8 |o ©
1 w
100000
50000~ I “
| .
1 ¥
0 i L ‘ <
T T
0.0 25 5.0 75 10.0 125
min
Tutorial_Unk001.ged
w 3 ] 1FID1
& N
4 < «©
30000~ ‘
o
Q f=3
20000~ bt &
] 8 Q
o L = ©
10000 _ s 2 0 o B
4 - 0 e} ' s
' L E
o I S
T T
0.0 25 5.0 75 10.0 125
min
Tutorial_Unk002.ged
uv © Q 1 FID1
100000 3 l s
J | @ .
g by g
50000 o J &
] g g g
g8 o ° 5 3 ‘ gg 8% ¢ 3% i
3 g 3 g8 § R - Select [Edit Format] from
] a | ~ e e g d
0 SR (N I LT I e q q
‘ : Hint  [Print Table] on the [File]
0.0 25 5.0 75 10.0 125 )
min menu to edit the report
<< FID1>>
ID#1 Compound Name: 1-Propylalcohol format
Data File Name Sample Name Sample ID Ret. Time Area Height Conc. .
Tutorial_Std001.gcd Alcohol Mixture  Standard 100pp! 5.743 25526 10934 103.103
Tutorial_Std002.gcd Alcohol Mixture  Standard 100ppr| 5751 25804 10923 104.131
Tutorial_Std003.gecd Alcohol Mixture  Standard 100ppi 5.750 25768 10810 103.999
Tutorial_Std004.ged Alcohol Mixture  Standard 500ppi 5.748 131414 56785 493.976
Tutorial_Std005.gcd Alcohol Mixture  Standard 500pp! 5.745 131138 56542 492.957
Tutorial_Std006.gcd Alcohol Mixture  Standard 500pp! 5749 131109 56645 492.848
Tutorial_Std007.gcd Alcohol Mixture  Standard 1000pp| 5744 269780 118063 1004.735
Tutorial_Std008.gcd Alcohol Mixture  Standard 1000pp| 5752 269331 117871 1003.076
Tutorial_Std009.ged Alcohol Mixture  Standard 1000pp)| 5.750 268816 116155 1001.176
Tutorial_Unk001.gcd Liquor Unknown01 5733 20659 8448 85.137
Tutorial_Unk002 gcd Whiskey Unknown02 5.742 43193 17713 168.318
Average 5746 122049 52808 459.405
%RSD 0.096 85.800 86.819 84.141
Maximum 5752 269780 118063 1004.735
Minimum 5733 20659 8448 85.137
Standard Deviation 0.006 104717 45847 386.550
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Chapter :
<. ShutDown

.................................................................................................

Last of all, this chapter describes how to exit LabSolutions.

Stop the GC.

GCReady

tem | Val |J'|: Ctr

_— GC Running Tirme: 1573 /A 15.00 min DET1: -14u\
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7 ShutDown

Select [Exit] when the oven has cooled down.

| 3
100 min DETT: 190y
i h ot ==

2 Mesmal. ][ Advanced End Time : 15.00 min Download

Esit AR |

Click [Yes].

Realtime Analysis 2K

@ [030e] Save current Method File?

ChLabSelutions\5ample\GC\Tutenal_Method.gcm

Yes No Cancel Help

:‘gj«_ When there is a file that has not yet been saved, a window to
Mt confirm whether or not to save the file when exiting the [Realtime
Analysis] program opens.

Continued on the following page III»
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Exit LabSolutions.

If the [Postrun Analysis] program or [Browser] program is open, click [Exit] on the [File]
menu of each program to exit the respective program.

‘ Exit

Shutdown Windows, and turn the PC and printer off.

Turn the GC and peripheral devices off.

Close the main valve of the carrier gas and other gases.
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